SEQUENCE LISTING 

<110> Johnson, Jason 

Garett-Engle, Phillip, W. 

<12 0> BACE2 

<130> R02-091-209PV 

<150> US 06/452,929 
<151> 2003-03-04 

<1 60> 15 

<170> Patentln version 3.2 

< 210 > 1 

<211> 867 

<2 12> DNA 

<213> Homo sapiens 



<4 00> 1 

atgcagatgt 


gtggagccgg 


cttgcccgtt 


gctggatctg 


ggaccaacgg 


aggtagtctt 


60 


gtcttgggtg 


gaattgaacc 


aagtttgtat 


aaaggagaca 


tctggtatac 


ccctattaag 


120 


gaagagtggt 


actaccagat 


agaaattctg 


aaattggaaa 


ttggaggcca 


aagccttaat 


180 


ctggactgca 


gagagtataa 


cgcagacaag 


gccatcgtgg 


acagtggcac 


cacgctgctg 


240 


cgcctgcccc 


agaaggtgtt 


tgatgcggtg 


gtggaagctg 


tggcccgcgc 


atctctgatt 


300 


ccagaattct 


ctgatggttt 


ctggactggg 


tcccagctgg 


cgtgctggac 


gaattcggaa 


360 


acaccttggt 


cttacttccc 


taaaatctcc 


atctacctga 


gagacgagaa 


ctccagcagg 


420 


tcattccgta 


tcacaatcct 


gcctcagctt 


tacattcagc 


ccatgatggg 


ggccggcctg 


480 


aattatgaat 


gttaccgatt 


cggcatttcc 


ccatccacaa 


atgcgctggt 


gatcggtgcc 


540 


acggtgatgg 


agggcttcta 


cgtcatcttc 


gacagagccc 


agaagagggt 


gggcttcgca 


600 


gcgagcccct 


gtgcagaaat 


tgcaggtgct 


gcagtgtctg 


aaatttccgg 


gcctttctca 


660 


acagaggatg 


tagccagcaa 


ctgtgtcccc 


gctcagtctt 


tgagcgagcc 


cattttgtgg 


720 


attgtgtcct 


atgcgctcat 


gagcgtctgt 


ggagccatcc 


tccttgtctt 


aatcgtcctg 


780 


ctgctgctgc 


cgttccggtg 


tcagcgtcgc 


ccccgtgacc 


ctgaggtcgt 


caatgatgag 


840 


tcctctctgg 


tcagacatcg 


ctggaaa 








867 



< 210 > 2 
<2 1 1> 289 

<212> PRT 



1 




<213> Homo sapiens 
<400> 2 

Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala Gly Ser Gly Thr Asn 
15 10 15 



Gly Gly Ser Leu Val Leu Gly Gly lie Glu Pro Ser Leu Tyr Lys Gly 
20 25 30 



Asp lie Trp Tyr Thr Pro lie Lys Glu Glu Trp Tyr Tyr Gin lie Glu 
35 40 45 



lie Leu Lys Leu Glu lie Gly Gly Gin Ser Leu Asn Leu Asp Cys Arg 
50 55 60 



Glu Tyr Asn Ala Asp Lys Ala lie Val Asp Ser Gly Thr Thr Leu Leu 
65 70 75 80 



Arg Leu Pro Gin Lys Val Phe Asp Ala Val Val Glu Ala Val Ala Arg 
85 90 95 



Ala Ser Leu lie Pro Glu Phe Ser Asp Gly Phe Trp Thr Gly Ser Gin 
100 105 110 



Leu Ala Cys Trp Thr Asn Ser Glu Thr Pro Trp Ser Tyr Phe Pro Lys 
115 120 125 



lie Ser lie Tyr Leu Arg Asp Glu Asn Ser Ser Arg Ser Phe Arg lie 
130 135 140 



Thr lie Leu Pro Gin Leu Tyr lie Gin Pro Met Met Gly Ala Gly Leu 
145 150 155 160 



Asn Tyr Glu Cys Tyr Arg Phe Gly lie Ser Pro Ser Thr Asn Ala Leu 
165 170 175 



Val lie Gly Ala Thr Val Met Glu Gly Phe Tyr Val lie Phe Asp Arg 
180 185 190 



Ala Gin Lys Arg Val Gly Phe Ala Ala Ser Pro Cys Ala Glu lie Ala 
195 200 205 



2 




Gly Ala Ala Val Ser Glu lie Ser Gly Pro Phe Ser Thr Glu Asp Val 
210 215 220 

Ala Ser Asn Cys Val Pro Ala Gin Ser Leu Ser Glu Pro lie Leu Trp 

225 230 235 240 

lie Val Ser Tyr Ala Leu Met Ser Val Cys Gly Ala lie Leu Leu Val 

245 250 255 

Leu lie Val Leu Leu Leu Leu Pro Phe Arg Cys Gin Arg Arg Pro Arg 
260 265 270 

Asp Pro Glu Val Val Asn Asp Glu Ser Ser Leu Val Arg His Arg Trp 
275 280 285 

Lys 

<210> 3 

<211> 1038 

<212> DNA 

<213> Homo sapiens 

<4 00> 3 



atgggcgcac 


tggcccgggc 


gctgctgctg 


cctctgctgg 


cccagtggct 


cctgcgcgcc 


60 


gccccggagc 


tggcccccgc 


gcccttcacg 


ctgcccctcc 


gggtggccgc 


ggccacgaac 


120 


cgcgtagttg 


cgcccacccc 


gggacccggg 


acccctgccg 


agcgccacgc 


cgacggcttg 


180 


gcgctcgccc 


tggagcctgc 


cctggcgtcc 


cccgcgggcg 


ccgccaactt 


cttggccatg 


240 


gtagacaacc 


tgcaggggga 


ctctggccgc 


ggctactacc 


tggagatgct 


gatcgggacc 


300 


cccccgcaga 


agctacagat 


tctcgttgac 


actggaagca 


gtaactttgc 


cgtggcagga 


360 


accccgcact 


cctacataga 


cacgtacttt 


gacacagaga 


ggtctagcac 


ataccgctcc 


420 


aagggctttg 


acgtcacagt 


gaagtacaca 


caaggaagct 


ggacgggctt 


cgttggggaa 


480 


gacctcgtca 


ccatccccaa 


aggcttcaat 


acttcttttc 


ttgtcaacat 


tgccactatt 


540 


tttgaatcag 


agaatttctt 


tttgcctggg 


attaaatgga 


atggaatact 


tggcctagct 


600 


tatgccacac 


ttgccaagcc 


atcaagttct 


ctggagacct 


tcttcgactc 


cctggtgaca 


660 


caagcaaaca 


tccccaacgt 


tttctccatg 


cagatgtgtg 


gagccggctt 


gcccgttgct 


720 


ggatctggga 


ccaacggagg 


tagtcttgtc 


ttgggtggaa 


ttgaaccaag 


tttgtataaa 


780 



3 




ggagacatct ggtatacccc tattaaggaa gagtggtact accagataga aattctgaaa 



840 



ttggaaattg 

atcgtggaca 

gaagctgtgg 

ctttctcaac 



gaggccaaag 

gtggcaccac 

cccgcgcatc 

agaggatg 



ccttaatctg 

gctgctgcgc 

tctgaaattg 



gactgcagag 

ctgccccaga 

caggtgctgc 



agtataacgc 

aggtgtttga 

agtgtctgaa 



agacaaggcc 900 

tgcggtggtg 960 

atttccgggc 1020 
1038 



<2 10> 


4 


<21 1> 


346 


<2 12> 


PRT 


<2 13> 


Homo sapiens 


<4 00> 


4 



Met Gly Ala Leu Ala Arg Ala Leu Leu Leu Pro Leu Leu Ala Gin Trp 
15 10 15 



Leu Leu Arg Ala Ala Pro Glu Leu Ala Pro Ala Pro Phe Thr Leu Pro 
20 25 30 

Leu Arg Val Ala Ala Ala Thr Asn Arg Val Val Ala Pro Thr Pro Gly 
35 40 45 

Pro Gly Thr Pro Ala Glu Arg His Ala Asp Gly Leu Ala Leu Ala Leu 
50 55 60 



Glu Pro Ala Leu Ala Ser Pro Ala Gly Ala Ala Asn Phe Leu Ala Met 
65 70 75 80 



Val Asp Asn Leu Gin Gly Asp Ser Gly Arg Gly Tyr Tyr Leu Glu Met 
85 90 95 



Leu lie Gly Thr Pro Pro Gin Lys Leu Gin lie Leu Val Asp Thr Gly 
100 105 110 



Ser Ser Asn Phe Ala Val Ala Gly Thr Pro His Ser Tyr lie Asp Thr 
115 120 125 



Tyr Phe Asp Thr Glu Arg Ser Ser Thr Tyr Arg Ser Lys Gly Phe Asp 
130 135 140 



Val Thr Val Lys Tyr Thr Gin Gly Ser Trp Thr Gly Phe Val Gly Glu 
145 150 155 160 



4 




Asp Leu Val Thr lie Pro Lys Gly Phe Asn Thr Ser Phe Leu Val Asn 
165 170 175 



lie Ala Thr lie Phe Glu Ser Glu Asn Phe Phe Leu Pro Gly lie Lys 
180 185 190 



Trp Asn Gly lie Leu Gly Leu Ala Tyr Ala Thr Leu Ala Lys Pro Ser 
195 200 205 



Ser Ser Leu Glu Thr Phe Phe Asp Ser Leu Val Thr Gin Ala Asn lie 
210 215 220 



Pro Asn Val Phe Ser Met Gin Met Cys Gly Ala Gly Leu Pro Val Ala 
225 230 235 240 



Gly Ser Gly Thr Asn Gly Gly Ser Leu Val Leu Gly Gly lie Glu Pro 
245 250 255 



Ser Leu Tyr Lys Gly Asp lie Trp Tyr Thr Pro lie Lys Glu Glu Trp 
260 265 270 



Tyr Tyr Gin lie Glu lie Leu Lys Leu Glu lie Gly Gly Gin Ser Leu 
275 280 285 



Asn Leu Asp Cys Arg Glu Tyr Asn Ala Asp Lys Ala lie Val Asp Ser 
290 295 300 



Gly Thr Thr Leu Leu Arg Leu Pro Gin Lys Val Phe Asp Ala Val Val 
305 310 315 320 



Glu Ala Val Ala Arg Ala Ser Leu Lys Leu Gin Val Leu Gin Cys Leu 
325 330 335 



Lys Phe Pro Gly Leu Ser Gin Gin Arg Met 
340 345 



<210> 


5 


<211> 


20 


<212> 


DNA 


<2 13> 


Homo sapiens 


<4 00> 


5 



5 




cgcatctctg aaattgcagg 



20 



< 210 > 6 

< 211 > 10 

<212> PRT 

<213> Homo sapiens 

<4 00> 6 

Met Gin Met Cys Gly Ala Gly Leu Pro Val 
15 10 



<210> 7 

< 21 1 > 10 

<2 12> PRT 

<213> Homo sapiens 

<4 00> 7 

Ala Arg Ala Ser Leu Lys Leu Gin Val Leu 
15 10 



< 210 > 8 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<4 00> 8 

gtctaccctg gtaccgcctt tcttt 25 



< 210 > 9 

<211> 25 

<2 12> DNA 

<213> Homo sapiens 

<4 00> 9 

ctccacacat ctgcatggag aaaac 25 



< 210 > 10 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<4 00> 10 

tataacgcag acaaggccat cgtgga 26 



<210> 11 
<21 1> 28 
<212> DNA 
<213> Homo sapiens 



6 




< 4 0 0 > 11 

gcagcaggac gattaagaca aggaggat 



28 



<210> 12 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 12 

atgcagatgt gtggagccgg cttgccc 27 



<210> 13 

<21 1> 27 

<2 12> DNA 

<213> Homo sapiens 

<4 00> 13 

tcatttccag cgatgtctga ccagaga 27 



<210> 14 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 14 

atgggcgcac tggcccgggc gctgctg 27 



<21 0> 15 

<21 1> 27 

<212> DNA 

<213> Homo sapiens 

<4 00> 15 

ctacatcctc tgttgagaaa ggcccgg 27 



7 




